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to reach a steady state gives a good indication of the period for
which patients should be monitored to ensure that some samples are
taken when the patient has reached a set point. The results show that
after approximately 17 months from seroconversion, oscillations in
viremia flattened to alog10 based median set point of4.08, appearing
no different from reported studies in subtype B HIV-1 infected male
cohorts [8], [21]–[23]. Together with these main outcomes, initial
estimates for parameters are also presented.

From the analysis of confidence intervals for set point, days to
set point and the individual parameters it was seen that the set point
is robustly estimated, achieving the main goal of the analysis. The
estimate of time until set point is dependent on its definition, and is
also more sensitive to changes in parameter estimation. For the group
of patients statistical confidence intervals for the parameter estimates
can be generated. As a result of sparse data, isolated parameter
estimates for individual patients of the HIVNET 28 study would
result in large confidence intervals. An ad hoc approach of confidence
analysis must be followed to determine confidence intervals for
patients in isolation and such approach needs to be addressed in
further research. Since patients for the study were selected subject
to well defined constraints [8], this allowed for specific conditioning
of the estimation routine and a clear layout of assumptions for the
group. When estimates for the cohort are combined, the data allows
a meaningful first estimate of parameters of the three dimensional
HIV/AIDS model for patients from southern Africa.
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